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Alcohol Signature ™
Results
Alcohol Signature™ Patient T Score XYY
95th Percentile score for abstinent population 3.1
75" Percentile score for the abstinent population
50" Percentile score for the abstinent population 0
50" Percentile Score for Heavy Alcohol Consumers
5" Percentile Score for Heavy Alcohol Consumers
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Figure 1. The smoothed
distribution of Alcohol
Signature in 200 abstinent
adults and 143 adults
admitted for the treatment of
Heavy Alcohol Consumption.
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This report was generated using Alcohol Signature Intensity Predictor Algorithm Version 1.0. Copyright XXXX, Behavioral
Diagnostics Inc. 2500 Crosspark Road, Coralville, IA 52241. All rights reserved. The use of DNA methylation status to
assess alcohol consumption is pending U.S patent.
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About this test

The Alcohol Signature© test is designed to
determine to predict the presence of Heavy Alcohol
Consumption (HAC).

Interpretation of Results

Excessive alcohol use is traditionally the third
leading preventable cause of death in the United
States. [1] There are a number of manners through
which the excessive use of alcohol is categorized.
One of the more recent methods focuses on the
amount of consumption irrespective of its clinical
consequences. Although many terms and
definitions for excessive alcohol consumption exist,
Heavy Alcohol Consumption (HAC) is defined for
these purposes as the chronic daily consumption of
6 to 8 standard drinks or more per day. Critically,
numerous studies show that HAC is associated with
a dose dependent change in DNA methylation.[2-4]
This test measures methylation changes at four
cytosine-phospho-guanine (CpG) residues that are
associated with increased HAC to construct a
metric known as the Alcohol T Score (ATS).[4, 5] In
head-to-head testing with carbohydrate deficient
transferrin (CDT), the current gold standard for
HAC, the ATS significantly outperformed the CDT in
predicting HAC. [5] With sustained abstinence,
elevated ATS scores gradually revert with full
reversion to population mean taking at least 3
months. [4]

Interpretation of Results

The ATS was produced using the data from 143
adults admitted for the treatment of HAC and 200
abstinent controls. [4] The ATS is not meant as a
comprehensive epigenetic assessment and may be
affected by rare genetic variation, other dietary
factors or medical conditions affecting
hematopoiesis. The performance characteristics of
this test have been described and are available
upon request upon request at
info@bdmethylation.com. [4, 5] There is the rare
possibility that laboratory errors may occur and
their occurrence cannot be completely excluded.
Possible sources of error include, but are not
limited to, contamination, sample mix-up and
assay-based errors. For example, errors in

methylation can occur as a result of degraded DNA,
contamination or rare genetic variation.

Disclaimers:

This test should be interpreted by the patient’s
healthcare provider(s) within the appropriate
clinical context and with consideration of all other
clinical information including the pre-test likelihood
of HAC in the patient. This risk assessment for HAC
is not intended to prevent, diagnose, cure, mitigate,
treat HAC or any other alcohol related disease.
There is no guarantee of benefit to the patient.
Behavioral Diagnostics makes no promises or
guarantees with respect to reimbursement of
testing costs from insurers or other third parties.
This risk assessment does not replace a
comprehensive clinical assessment of smoking and
tobacco use disorders. This test was developed and
its performance characteristics determined by
Behavioral Diagnostics. It has not been cleared nor
approved by the Food and Drug Administration
(FDA). This test should be used for clinical
purposes and should not be considered
investigational or for research purposes only.
Behavioral Diagnostic’s lab is certified under the
Clinical Laboratory Improvement Amendments
(CLIA) as qualified to perform high-complexity
clinical laboratory testing.
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